Motif Enrichment in Promoter Sequences of Transcription Dynamic Types

300 nucleotides upstream and 300 nucleotides downstream of transcription start site.

Transcription Dynamic Types without enrichment at a corrected p-value below 0.5 are not shown.

Type Number of motifs page
Non-expressed upstream 137 2
Non-expressed downstream 71 16
Expressed upstream 217 24
Expressed downstream 157 45
Down upstream 12 61
Down downstream 11 64
Up upstream 27 67
Type 1 downstream 7 72
Type 2 downstream 1 75
Type 4 downstream 1 77
Type 6 upstream 8 79
Type 7 downstream 1 82
Type 8 upstream 2 84

Type 9 upstream 2 86



Non-expressed upstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text
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ENRICHED MOTIFS

Fixed partition size: number of primary sequences (15480)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (15480)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

p-

Adjusted p-
Logo Database iD Name value justed p
value
5 . 2.22e-
s QACI ik _ uniprobe mouse UP00031 2 Zbtb3_secondary 37 1.31e-34
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MA0112.2
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MA0065.2

MA0258.2

MAQ498.1

UP00095 1

MA0521.1

UP00042 2

3.48e-
ZNF263 33

1.32e-
SMAD2::SMAD3::SMAD4 31

ESR1 26423'
Myod1 2.860e—
Sox12_secondary 573 2e-
PPARG: :RXRA ;-665e-
ESR2 ; ;524e-
Meis1 3.590e-
Zfp691_primary 3-5919'
Tcf12 5;109e-
Gm397_secondary ‘2‘4689'

2.06e-30

7.80e-29

4.38e-27

1.54e-25

1.37e-24

9.78e-24

7.35e-23

2.30e-22

5.85e-22

6.47e-22

2.76e-21
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1.71e-19
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3.83e-

4.28e-
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INpUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud300nonexpr.fa 15480 ud300expr.fa 6525 ud300nonexpr.fa 15480 ud300expr.fa 6525
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@@expr.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud3@@nonexpr.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Non-expressed downstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (15480)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (15480)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

p-value Adjusted p-

Logo Database ID Name
value

By JASPAR CORE 2014
.TCQCQA GUa vertebrates MAQ0154.2 EBF1 1.65e-33 9.78e-31
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Gfilb

8.48e-21

2.57e-20

6.17e-20

3.57e-19

4.61e-16

7.38e-16

1.55e-15

6.76e-15

9.21e-14

1.27e-13

1.73e-13

5.01e-18

1.52e-17

3.65e-17

2.11e-16

2.72e-13

4.36e-13

9.15e-13

3.99e-12

5.45e-11

7.52e-11

1.02e-10
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1.22e-12

1.94e-12

2.15e-12

2.31e-11

5.26e-11

1.02e-10

1.15e-10

1.44e-10

1.32e-10

3.81e-10

3.93e-10

7.20e-10

1.14e-9

1.27e-9

1.37e-8

3.11e-8

6.04e-8

6.82e-8

8.52e-8
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JASPAR CORE 2014
vertebrates

uniprobe mouse

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

uniprobe mouse

JASPAR CORE 2014
vertebrates

uniprobe mouse

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014

vimrk Al A~

MA0071.1

UP00231 1

MA0592.1

MAO161.1

MA0503.1

MA0070.1

UP00165 1

MA0495.1

UP00101 2

MA0505.1

MA0109.1

MA0103.2

RORA_1

Nkx2-2_2823.1

ESRRA

NFIC

Nkx2-5

PBX1

Titf1_1722.2

MAFF

Sox12_secondary

Nr5a2

HItf

ZEB1

1.49e-10

2.18e-10

2.66e-10

3.29e-10

3.47e-10

6.82e-10

8.86e-10

1.30e-9

1.53e-9

2.14e-9

6.54e-9

7.02e-9

8.78e-8

1.29e-7

1.57e-7

1.94e-7

2.05e-7

4.03e-7

5.24e-7

7.66e-7

9.06e-7

1.27e-6

3.87e-6

4.15e-6
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QACI A uniprobe mouse UP00031 2 Zbtb3_secondary 1.21e-8 7.17e-6

_ TTCIA BA ITCT JASPAR CORE 2014

= = = o o= 2 vertebrates MAQ0486.1 HSF1 1.87e-8 1.10e-5
JASPAR CORE 2014
| IA TCA ﬁacc&e I vertebrates MA0066.1 PPARG 2.44e-8 1.44e-5
2 JASPAR CORE 2014 . - -
JAAA TCAAA TCAA"‘ Vertebrates MA0115.1 NR1H2::RXRA 2.89e-8 1.71e-5
£ AICA uniprobe mouse uP00185 1 Pbx1_3203.1 3.69e-8 2.18e-5
22 FOIVRRT 5. -
£ AT AT uniprobe mouse UP00219 2 Cutl1_3494.2 3.91e-8 2.31e-5
P 4 « ch_X.

.........

C A A uniprobe mouse UP00249 1 Nkx2-5_3436.1 5.24e-8 3.10e-5
i A A X x

----------

JASPAR CORE 2014 MA0089.1 NFE2L1::MafG 9.75e-8 5.76e-5
C vertebrates
JASPAR CORE 2014 MAO152.1 NFATC2 1.02e-7 6.03e-5
T vertebrates -
JASPAR CORE 2014
AAA,_ AAA T ) Vortobrate MA0508.1 PRDM1 1.09e-7 6.42e-5

------

’ T Tr A JASPAR CORE 2014 MA0498.1  Meisl 149e-7  8.8le-S
am___ vertebrates
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CCAAT A iﬁi’;ﬁa(t:gsRE 2014 MA0502.1 NFYB 2.97e-7 1.76e-4
————— LA R
&TAAT A uniprobe mouse UP00146 2 Pou6fl_3733.1 4.36e-7 2.57e-4
A R i b e
CA TCA uniprobe mouse UP00079 1 Esrra_primary 6.52e-7 3.85e-4
c K AaTFF I F TS,
: JCTT ATC iﬁiiﬁa%gsRE 2014 MA0482.1 Gatad 1.48e-6 8.71e-4
""-'-t
: T 1 iﬁ?tpepl;lia(t:eosRE 2014 MA0027.1 Enl 2.03e-6 1.20e-3
dr 2 AT M FF
TAT cAIA‘g uniprobe mouse UP00211 1 Pou3f3_3235.2 2.26e-6 1.34e-3
A . -~ A
e I R R e e I
uniprobe mouse UP00232 1 Dobox4_3956.2 2.29e-6 1.35e-3
*--QIA‘;AIgCCQ‘;’-I—
FRAYT A s et EREO Y B
AAA TCCA uniprobe mouse UP00066 2 Hnf4a_secondary 2.70e-6 1.59e-3
"—"'_*'-:-'--f=r:?"::=
:‘“‘T..-;;-.-«.:T As i’:iz?ﬁa(tstE 2014 MA0596.1 SREBF2 3.28e-6 1.94e-3
A CCACTIAA uniprobe mouse uP00147 1 Nkx2-6_3437.1 3.92e-6 2.32e-3

" A JASPAR CORE 2014 MA0521.1 Tef12 4.76e-6 2.81e-3
LA R vertebrates —
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uniprobe mouse

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

uniprobe mouse

JASPAR CORE 2014

vimrk Al A~

UP00012 1

MA0056.1

MA0090.1

MA0091.1

uP00048 1

UP00055 2

MA0017.1

MA0499.1

MA0442.1

MAQ0507.1

uP00058 1

MAQ0494.1

Bbx_primary

MZF1_1-4

TEAD1

TAL1::TCF3

Rara_primary

Hbpl_secondary

NR2F1

Myod1

SOX10

POU2F2

Tcf3_primary

Nrih3::Rxra

6.71e-6

8.07e-6

1.61e-5

1.83e-5

1.97e-5

2.17e-5

3.15e-5

3.24e-5

3.71e-5

4.20e-5

4.60e-5

6.04e-5

3.96e-3

4.76e-3

9.49e-3

1.08e-2

1.16e-2

1.28e-2

1.84e-2

1.90e-2

2.17e-2

2.45e-2

2.68e-2

3.51e-2
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RTCAAA uniprobe mouse UP00054 1 Tcf7_primary 6.83e-5 3.95e-2
".(-.\(.1 L} & u "'_’:'- .

uniprobe mouse uP00014 2 Sox17_secondary 7.06e-5 4.09e-2
<ATICA._

INPUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud-300nonexpr.fa 15480 ud-300expr.fa 6525 ud-300nonexpr.fa 15480 ud-300expr.fa 6525
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.uqg.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-300@expr.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud-300nonexpr.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Expressed upstream

" Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (6525)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (6525)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Adjusted p-

Logo Database ID Name value value

uniprobe mouse UP00029 1 Tbp_primary 2.04e- 1.21e-58
Ia 1A 61
e AT A TATAT T



------------------

541e-

uniprobe mouse UuP00024 2 Glis2_seconda 3.20e-51
. JAZTA 888 i R >
uniprobe mouse UP00255 1 Dbx1_3486.1 2.263e- 1.55e-49
a"“*‘a‘élla“ Sz = >
: JASPAR CORE 2014 MA0033.1 FOXL1 3.94e- 2.33e-49
N i vertebrates I 52
= T-ai%
g C A uniprobe mouse UP00049 1  Sp100_primary 2'237‘*' 3.77e-49
- —I.I; - X A * ‘i*? x
= A Ay - tEraszx
. . 8.77e-
AIIATQAI uniprobe mouse UP00071 1 Sox21_primary 46 5.18e-43
SR A I i i
o . 4.39e-
: T A uniprobe mouse UP00244 1 TIx2_3498.2 43 2.60e-40
_-_'3*1'?\.1;.“.@‘&‘_ v Iﬁ-_-.*_.v_‘r.x
rFRA YN daegTEaxTd R
. 1.47e-
uniprobe mouse UP00054 2 Tcf7_secondary 8.66e-39
e XALTA Asa 41
. 6.22e-
uniprobe mouse UP00049 2 Sp100_secondary 3.68e-36
erﬂ.u_- . '32‘6‘5" 39
""""""" *$Taeoxid
¢ T l JASPAR CORE 2014 MA0025.1 NFIL3 2.86e- 1.69e-35
q. vertebrates - 38
i o ke -
. 4.86e-
ATAAAA uniprobe mouse UP00121 1 Hoxd10_2368.2 37 2.87e-34
'

111111111111111111

&QATAAA& uniprobe mouse UP00217 1  Hoxal0_2318.1 2'665"" 3.93e-33
P ok T . -_,

------------------
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uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014

vertebrates

JASPAR CORE 2014

vertebrates

UP00090

UP00004

UP00225

UP00094

UP00078

UuP00114

UP00188

UP00169

MAO0135.1

MAO0124.1

EIf3_secondary

Sox14_primary

HIx1_2350.1

Zfp128_secondary

Arid3a_primary

Homez_1063.2

Lmxla_2238.2

Lmx1b_3433.2

Lhx3

NKX3-1

7.45e-
36

7.87e-

36

3.57e-
35

5.32e-
35

1.52e-
33

9.40e-
33

3.53e-
32

2.53e-
31

2.84e-
31

2.98e-
31

4.40e-33

4.65e-33

2.11e-32

3.14e-32

8.98e-31

5.56e-30

2.09e-29

1.50e-28

1.68e-28

1.76e-28
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JASPAR CORE 2014

vertebrates

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014

vertebrates

JASPAR CORE 2014

vertebrates

1ninrnhe maiice

MAO131.1

UP00105 1

UP00180 1

UP00061 1

uP00084 1

UP00168 1

UP00059 1

UP00061 2

UP00158 1

MA0041.1

MAQ0052.2

1pPAN129 1

HINFP

Pou3f4_3773.1

Hoxd13_2356.1

Fox|1_primary

Gmebl_primary

Hoxd8_2644.1

Arid5a_primary

Foxl1_secondary

Poulfl_3818.1

Foxd3

MEF2A

Pni1?f1 RR1Q 1

1.08e-
30

1.19e-
30

2.33e-
30

3.12e-
30

3.47e-
29

1.85e-
28

7.47e-
28

2.02e-
27

2.44e-
27

2.45e-
27

1.66e-
26

3.10e-

6.36e-28

7.03e-28

1.38e-27

1.84e-27

2.05e-26

1.09e-25

4.41e-25

1.19e-24

1.44e-24

1.45e-24

9.83e-24

1 RRe-23
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uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014

vertebrates

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

ol v e o s

UP00130 1

UP00260 1

UP00072 1

UP00016 1

UP00072 2

MAO151.1

UP00064 1

UP00194 1

UP00134 1

UP00212 1

UP00254 1

[V R L Ve

Lhx3_3431.1

Hoxc6_3954.2

IRC900814_primary

Sry_primary

IRC900814_secondary

ARID3A

Sox18_primary

Irx4_2242.3

Hoxb13_3479.1

Lhx5_2279.1

Pou2fl_3081.2

26

6.06e-
26

1.18e-
25

1.22e-
25

2.27e-
25

2.30e-
25

3.39%e-
25

1.44e-
24

2.41e-
24

3.88e-
24

4.20e-
24

8.45e-
24

Tivoe v

3.58e-23

6.95e-23

7.21e-23

1.34e-22

1.36e-22

2.01e-22

8.49e-22

1.42e-21

2.29e-21

2.48e-21

4.99e-21
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uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014

vertebrates

uniprobe mouse

uniprobe mouse

UP00262 1

UP00003 1

uP00084 2

UP00037 1

UP00213 1

UP00097 2

UuP00240 1

UP00096 1

MA0465.1

UP00150 1

UP00051 1

Lhx1_2240.2

E2F3_primary

Gmebl_secondary

Zfp105_primary

Hoxa9_2622.2

Mtfl_secondary

Cdx1_2245.1

Sox13_primary

CDX2

Irx6_2623.2

Sox8_primary

1.85e-
23

3.75e-
23

6.84e-
23

1.15e-
22

1.18e-
22

1.18e-
22

1.39e-
22

1.40e-
22

1.99e-
22

2.09e-
22

2.87e-
22

1.09e-20

2.22e-20

4.04e-20

6.77e-20

6.95e-20

6.95e-20

8.21e-20

8.30e-20

1.18e-19

1.23e-19

1.69e-19
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uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014
vertebrates

uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014
vertebrates

uniprobe mouse

uniprobe mouse
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UP00001 1

uP00014 1

UP00135 1

UP00250 1

MA0497.1

UP00133 1

UuP00218 1

UP00073 1

MAQ0075.1

UP00069 1

UP00101 1

11PAN223 2

E2F2_primary

Sox17_primary

Hoxcl2_ 3480.1

Irx5_2385.1

MEF2C

Cdx2_4272.1

Dbx2_3487.1

Foxa2_primary

Prrx2

Sox1_primary

Sox12_primary

Tr¥? 2226 1

3.65e-
22

1.59%e-

21

2.14e-
21

3.64e-
21

4.68e-
21

5.77e-
21

6.81e-
21

6.98e-
21

8.00e-
21

1.12e-
20

1.67e-
20

3.82e-

2.15e-19

9.38e-19

1.26e-18

2.15e-18

2.77e-18

3.41e-18

4.03e-18

4.12e-18

4.73e-18

6.62e-18

9.90e-18

2 2Re-17
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uniprobe mouse

JASPAR CORE 2014

vertebrates

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

vl vveeo o

UP00171 1

MA0043.1

UP00236 1

UP00059 2

UP00242 1

UP00118 1

UP00025 1

UP00177 1

UP00200 1

uP00145 1

UP00091 1

LN _c e via

Msx3_3206.1
HLF
Irx2_0900.3

Arid5a_secondary

Hoxc8_3429.2

Pou4f3_2791.1

Foxkl_primary

Hoxd12_3481.1

Nkx6-1_2825.1

Barhl2_3868.1

Sox5_primary

20

8.61e-
20

l.41e-
19

3.04e-
19

4.57e-
19

5.23e-
19

8.54e-
19

1.57e-
18

2.84e-
18

4.69e-
18

5.06e-
18

5.71e-
18

v a1

5.09e-17

8.32e-17

1.80e-16

2.70e-16

3.09e-16

5.04e-16

9.26e-16

1.68e-15

2.77e-15

2.99e-15

3.37e-15
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uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

UP00128

UP00034

UP00075

UP00251

UP00164

UP00259

UP00224

UP00166

UP00108

UP00117 1

UP00238

Pou3f2_2824.1

Sox7_primary

Sox15_primary

Esx1_3124.2

Hoxa7_2668.2

Hoxb6_3428.2

Pax6_3838.3

Barhl1_2590.2

Alx3_3418.2

Hoxd11_3873.1

Nkx6-3_3446.1

1.43e-
17

1.67e-
17

4 .49e-
17

5.27e-
17

6.95e-
17

8.56e-
17

8.78e-
17

1.76e-
16

1.86e-
16

3.42e-
16

7.32e-
16

8.47e-15

9.89e-15

2.66e-14

3.12e-14

4.11e-14

5.06e-14

5.19e-14

1.04e-13

1.10e-13

2.02e-13

4.33e-13
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uniprobe mouse UP00173 1 Hoxcl3_3127.1 4.46e-13
- ® AA 16
--....c CQ.A:\.&f‘:
.
- ;i A . 1.00e-
i uniprobe mouse UP00246 1 Hoxall_2218.1 15 5.91e-13
bR lVALPNAR..
=3
B T . 1.27e-
: A uniprobe mouse UP00235 1  Hoxcll 3718.2 i 7.48e-13
=D gl Nl LR
- T . 2.23e-
! A .[ uniprobe mouse UP00030 2 Sox11_secondary is 1.32e-12
ol - - 3 Sty s Toi
§1 : 3.71e-
I uniprobe mouse ubP00248 1 Pax7_3783.1 2.19e-12
= P ? T 'AA =l 15
g : 3.72e-
! A A uniprobe mouse UP00207 1 Hoxb9_3413.1 15 2.20e-12
JeacGgA |
1 A TA uniprobe mouse UP00200 2  Nkx6-1_2825.2 4.87e- 2.88e-12
. .I"o\-I_ T Ak B 15
g JASPAR CORE 2014 _ 6.74e- _
H TIAATI vertebrates MAQ0063.1 Nkx2-5 15 3.99e-12
._.J‘_‘l ..... ot
B . 9.94e-
'l' A uniprobe mouse UP00172 1 Propl_3949.1 15 5.88e-12
g IACAI I$ uniprobe mouse UP00223 1 Irx3_0920.1 14133' 6.69e-12
1 . . 1.426-
: '[ uniprobe mouse UP00082 1 Zfpl187_primary 14 8.40e-12
FeR® F% 0"d s =« § 7§ F 2 T’_‘
L --T’lATTh. 1ninrahe maiice 1PNN20NA9 2 Cart1 1275 1 1.67e- Q RRe-12
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uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014

vertebrates

uniprobe mouse

JASPAR CORE 2014

vertebrates

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

M vvevs o

UP00182 1

UP00136 1

UP00023 2

UP00092 1

MA0084.1

UP00234 1

MA0046.1

UP00202 1

UP00183 1

UP00266 1

UuP00245 1
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uniprobe mouse UP00243 1 Isx_3445.1 1.03e-2
. . 2.05e-
uniprobe mouse uP00018 1 Irf4_primary 5 1.21e-2
. 2.07e-
uniprobe mouse UP00391 1 Hoxa3_2783.2 5 1.22e-2
JASPAR CORE 2014 MA0259.1 HIF1A::ARNT 2.32e- 1.36e-2
vertebrates 5
. 2.49e-
uniprobe mouse UP00178 1 0g2x_3719.1 5 1.46e-2
3.16e-
uniprobe mouse UP00025 2 Foxkl_secondary 5 1.85e-2
. 4.11e-
uniprobe mouse UP00253 1 Rax_3443.1 5 2.40e-2
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uniprobe mouse UP00065 1  Zfpl61_primary g.7ze- 3.32e-2
e A, T S C;xc c— ? R -
. . 7.50e-
A T uniprobe mouse UP00013 1 Gabpa_primary 5 4.33e-2
TR . L
INpuT FILES
Sequences
Primary Sequences Number Control Sequences Number
Control Sequences Number
ud300expr.fa 6525 ud300nonexpr.fa 15480 ud300expr.fa 6525 ud300nonexpr.fa 15480
Motifs
Database Source Motif Count
JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205
uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386
JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205
uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.uqg.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@@nonexpr.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud300expr.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Expressed downstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (6525)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (6525)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

A ] -
Logo Database ID Name value djusted p
value
. 2.35e-
uniprobe mouse UP00049 2 Sp100_secondary 1.39e-128
CYIVYY -8a. 131
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Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud-300expr.fa 6525 ud-300nonexpr.fa 15480 ud-300expr.fa 6525 ud-300nonexpr.fa 15480
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-30@nonexpr.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud-300expr.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Down upstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (2188)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (2188)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

uniprobe mouse UP00024 2 Glis2_secondary 3.45e-7 2.04e-4
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INpPUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud300down.fa 2188 ud300restdown.fa 4337 ud300down.fa 2188 ud300restdown.fa 4337
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@0@restdown.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud30@down.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Down downstream

" Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (2188)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (2188)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

CT TCA JASPAR CORE 2014 vertebrates MA0498.1 Meis1 2.03e-15 1.20e-12
| € "

------------------
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Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud-300down.fa 2188 ud-300restdown.fa 4337 ud-300down.fa 2188 ud-300restdown.fa 4337
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-300restdown.fa --bgformat 2 --bgfile background.model --scoring avg --
method ranksum --pvalue-report-threshold 0.05 ud-300down.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Up upstream

" Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (2083)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (2083)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-
value

JASPAR CORE 2014
__a _TCA...q-.-_I ACCT Vertebrates MA0112.2 ESR1 6.27e-8 3.70e-5
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uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014
vertebrates

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

uP00043 2

MAQ0524.1

MA0122.1

UP00099 2

UP00086 2

UP00010 1

MAQ472.1

UP00033 2

UP00021 1

MA0163.1

MA0056.1

Bcl6b_secondary

TFAP2C

Nkx3-2

Ascl2_secondary

Irf3_secondary

Tcfap2b_primary

EGR2

Zfp410_secondary

Zfp281_primary

PLAG1

MZF1_1-4

5.07e-6

5.78e-6

5.86e-6

9.15e-6

1.27e-5

1.46e-5

1.53e-5

2.52e-5

3.02e-5

6.11e-5

6.19e-5

2.99e-3

3.41e-3

3.46e-3

5.39e-3

7.51e-3

8.61e-3

9.01e-3

1.48e-2

1.77e-2

3.54e-2

3.59e-2



,,,,,,

INpuUT FILES

Sequences

Primary Sequences
Control Sequences
ud300up.fa

Motifs

Database

Number
Number

2083

JASPAR CORE 2014 vertebrates

uniprobe mouse

JASPAR CORE 2014 vertebrates

uniprobe mouse

AME version

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

JASPAR CORE 2014
vertebrates

uniprobe mouse

Control Sequences Number

ud300restup.fa 4442

Source

MAQ0483.1

MAQ0057.1

MA0130.1

UuP00070 1

ud300up.fa 2083

Gfilb

MZF1_5-13

ZNF354C

Gcm1_primary

ud300restup.fa

Motif Count

db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205
db/MOUSE/uniprobe_mouse.meme
db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205
db/MOUSE/uniprobe_mouse.meme

386

386

4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

7.18e-5

7.47e-5

7.78e-5

8.07e-5

4442

4.15e-2

4.32e-2

4.50e-2

4.66e-2



Command line summary
/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@@restup.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud30@up.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Type 1 downstream

" Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (250)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (250)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

CT TCA JASPAR CORE 2014 vertebrates MA0498.1 Meis1 2.98e-7 1.76e-4
| € "

------------------



INpUT FILES

Sequences

Primary Sequences
Control Sequences
ud-300typel.fa

Motifs

Database

JASPAR CORE 2014 vertebrates

uniprobe mouse

JASPAR CORE 2014 vertebrates

uniprobe mouse

1. ALI0]

*:?+T.ACA_QI

.......

______

.......

.......

.......

4 + d = & & 8 =

Number
Number
250

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

uniprobe mouse

Control Sequences

ud-300resti.fa

Source
db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

Number

6275

db/MOUSE/uniprobe_mouse.meme

db/MOUSE/uniprobe_mouse.meme

UP00258 1

UP00210 1

UP00186 1

UP00203 1

UP00226 1

UP00122 1

ud-300typel.fa

Tgif2_3451.1

Mrg2_2302.1

Meisl_2335.1

Pknox1_2364.2

Mrgl_2246.2

Tgifl_2342.2

5.61le-7

5.07e-6

1.60e-5

2.16e-5

2.48e-5

5.99e-5

250 ud-300restl.fa

Motif Count

386

db/JASPAR/JASPAR _CORE_2014_vertebrates.meme 205

386

6275

3.32e-4

2.99e-3

9.39%e-3

1.27e-2

1.45e-2

3.48e-2



AME version

4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-300restl.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud-300typel.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Type 2 downstream

" Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (596)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (596)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

CT TCA JASPAR CORE 2014 vertebrates MA0498.1 Meis1 4.22e-6 2.49e-3
e -

------------------



INpPUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud-300type2.fa 596 ud-300rest2.fa 5929 ud-300type2.fa 596 ud-300rest2.fa 5929
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-300rest2.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud-300type2.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Type 4 downstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (329)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (329)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

TC c uniprobe mouse UP00011 2 Irf6_secondary 2.43e-5 1.42e-2
- o -



INpPUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud-300type4.fa 329 ud-300rest4.fa 6196 ud-300type4.fa 329 ud-300rest4.fa 6196
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-300rest4.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud-300type4.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Type 6 upstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (166)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (166)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Adjusted p-
Logo Database ID Name value vJaIue 7
JASPAR CORE 2014 MA0057.1 MZF1_5-13 351€ 2.08e-4
T Fay vertebrates 7

sl ety | & T 6
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INPUT FILES

Sequences

Primary Sequences
Control Sequences
ud300type6.fa

Motifs

| i,

.......

______

= B W N W B

& = @ 5 3 & B

Number
Number
166

uniprobe mouse

uniprobe mouse

uniprobe mouse

JASPAR CORE 2014
vertebrates

______

uniprobe mouse

JASPAR CORE 2014
vertebrates

uniprobe mouse

Control Sequences Number

ud300rest6.fa 6359

UP00013 2

UP00047 1

UP00086 2

MA0528.1

UP00022 1

MAO0513.1

UP00099 2

ud300type6.fa

Gabpa_secondary

Zbtb7b_primary

Irf3_secondary

ZNF263

Zfp740_primary

SMAD2::SMAD3::SMAD4

Ascl2_secondary

166 ud300rest6.fa

9.17e-

9.35e-

1.14e-

2.66e-

2.67e-

3.19e-

3.65e-

6359

5.41e-3

5.51e-3

6.74e-3

1.56e-2

1.56e-2

1.87e-2

2.14e-2



Database Source Motif Count
JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386
JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205
uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@@rest6.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud300type6.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Type 7 downstream

" Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (1240)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (1240)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

AA AT C JASPAR CORE 2014 vertebrates MA0095.2 YY1 2.56e-5 1.50e-2
o - M St

...............



INpPUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud-300type7.fa 1240 ud-300rest7.fa 5285 ud-300type7.fa 1240 ud-300rest7.fa 5285
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud-300rest7.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud-300type7.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



u M E Type 8 upstream

Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (527)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (527)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

T CACQ uniprobe mouse UubP00042 1 Gm397_primary 5.35e-6 3.16e-3
(‘-I..A,A_.a- HLas

- A R W O&H & mom A B O W B W o=



l '[ T CACA A uniprobe mouse UP00026 1 Zscan4_primary 2.97e-5 1.74e-2
i ‘.,.5_____
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INpUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud300type8.fa 527 ud300rest8.fa 5998 ud300type8.fa 527 ud300rest8.fa 5998
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@@rest8.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud300type8.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme



Type 9 upstream

’ Analysis of Motif Enrichment

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme-suite.org.

If you use AME in your research, please cite the following paper:
Robert McLeay and Timothy L. Bailey, "Motif Enrichment Analysis: A unified framework and method evaluation", BMC Bioinformatics, 11:165, 2010, doi:10.1186/1471-2105-11-165. [full text

Enricuep Momirs | Inpur Friks | PROGRAM INFORMATION

ENRICHED MOTIFS

Fixed partition size: number of primary sequences (150)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591Fixed partition size: number of primary sequences (150)

Sequence motif score: avg_odds

Background model source: file background.model
Background model frequencies: 0.291,0.209,0.209,0.291
Total pseudocount added to a motif column: 0.25

Statistical test: Wilcoxon rank-sum test

Ranksum method: quick

Threshold p-value for reporting results: 0.05

Number of multiple tests for Bonferroni correction: #Motifs x #PartitionsTested = 591 x 1 = 591

Logo Database ID Name p-value Adjusted p-value

TC c uniprobe mouse UP00018 2 Irf4_secondary 5.82e-5 3.38e-2
= L = I = I._‘.

vvvvvvvvvvvv



l ATA uniprobe mouse UP00070 2 Gcm1_secondary 7.34e-5 4.25e-2

........

INpUT FILES

Sequences

Primary Sequences Number Control Sequences Number

Control Sequences Number

ud300type9.fa 150 ud300rest9.fa 6375 ud300type9.fa 150 ud300rest9.fa 6375
Motifs

Database Source Motif Count

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

JASPAR CORE 2014 vertebrates db/JASPAR/JASPAR_CORE_2014_vertebrates.meme 205

uniprobe mouse db/MOUSE/uniprobe_mouse.meme 386

AME version
4.11.24.11.2 (Release date: Thu May 05 14:58:55 2016 -0700Thu May 05 14:58:55 2016 -0700)
Copyright © Robert McLeay rmcleay@imb.ug.edu.au & Timothy Bailey t.bailey@imb.ug.edu.au, 2009.

Command line summary

/home/meme/meme_4.11.2/bin/ame --verbose 1 --oc . --control ud3@@rest9.fa --bgformat 2 --bgfile background.model --scoring avg --method
ranksum --pvalue-report-threshold 0.05 ud300type9.fa db/JASPAR/JASPAR_CORE_2014 vertebrates.meme db/MOUSE/uniprobe_mouse.meme
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